A 500 Top Expressed Genes B

Epithelium Fibroblast Epithelium
= (e

* Up:2469
* Down: 4290
© Ns

—-Log10 adjusted p-value

o B Log2 Iold—c?'\ange :
Fibroblast
i) :
E‘ 40
% “[gpre) e
) % .
L T 'Arhglap1I9 .
._i L
— - -10 5 * 0 5 10
T —— Log? fold-change
—
== c
= = Cxcrd Pdcd1ig2 g
—_— § _ 0.100 A 1.5 p=0.0037
——— p=0.0004 p=0.0252 =0.003:
— 5 ° . 50075 p=0.0078 - e
T ——— 2 124 * o g 2 10
 — 2 2 3
S — < o0 < <
=" m : - 2 ..l
| 0.6 0.5
- A E e V. N
- s . + 4=
g , 0.01— : 0
& 5 & &% 'Y o Y 5
.?O*Q'b .?0*9% <oF ‘Qo‘l‘Q’b
. *01 *Gs ‘(&* *G‘
” Foxp3PTR Epithelium  Fibroblast Epithelium  Fibroblast Epithelium  Fibroblast
-R‘oi Zu—St)‘olEe Row Z-Score
D ll1a r1
*mPDA * mPDA mPDA E
. ! ]
. ® Epithelial — P .
v ® Fibroblasts 0 . Epithelial . Fibroblasts
@ Acinar % i 49 ] .
. , ) ® Myelo!d1 3 . : | % % . KC
? . ® Myeloid 2 ¢ 2 4 . 2 34
Iy ® Myeloid 3 4 & & ®  KC;Foxp3P™R
© Myeloid 4 ] &
yeloi 2 2
: * CD4+ T Cells " 5 2- %2-
ﬂ-, ® Tregs ‘ &i 3 . . s | .
’ , | ® CD8+TCells 0 v 2. 2, :
; ® CD4-CD8-T Cells 3 % ° % 1
s Ty ® NK Cells 4 . : || ’;%1
-~ ® BCells : 0--— ol f
¥ ® Endothelial )
mPanIN mPaniN mPaniN a  I1r1 Ma  Ir1

Supplemental Figure 5



Supplemental Figure 5. Cell type specific gene expression analysis. (A) Heatmaps of the 500 top expressed genes and (B)
Volcano plot illustrating differential gene expression analysis in epithelial cells or fibroblasts sorted from KC (cont) and KC;Foxp3P™
(Treg) pancreata received 3-week DT treatment following 8 weeks post pancreatitis induction. (C) gRT-PCR for Cxcr4, Pdcd1lg2 and
113 expression in pancreatic epithelial cells or fibroblasts derived from KC and KC;Foxp3P™R mice received 3 weeks of DT treatment
following 8 weeks post caerulein. Data represent mean + SEM, n=4-9 mice/cohort. The statistical difference was determined by two-
tailed t-tests. (D) UMAP plots of single cell RNA sequencing analysis with mouse orthotopic pancreatic cancer samples or PanIN
lesions, color-coded by their associated cluster (left) or color-coded for expression (gray to red) of //17a and l/1r1. (E) Relative
expression levels of //1a and /i1r1 in epithelial and fibroblasts sorted from KC and KC;Foxp3P™R pancreata. Data represent mean =
SEM, n=3.



